[Tree thinking: the evolution of vertebrate as a case study].
In the last decades, the reconstruction of phylogenetic relationships and their representation in the form of a phylogenetic tree have become a powerful tool for biology. These methods involve the use of sophisticated computer programs that are unfamiliar to most of biologists. However, our experience as teacher and researcher in evolutionary biology prompted us to realize that the main and most common source of confusion in depicting the evolution of various traits comes from the misunderstanding of the basis of tree reading. We have identified, not only in the work of our students, but also in scientific literature, some common mistakes that reveal the persistency of the concept of the scale of beings that unfortunately maintained as frame of reference to analyse phylogenies.